ABSTRACT Vibrio parahaemolyticus carrying the toxin genes pirA and pirB causes acute hepatopancreatic necrosis disease in shrimp. A genome sequence of V. parahaemolyticus strain R13 was determined that showed deletions of the entire pirA gene and the 5= end of the pirB gene and does not cause the disease in experimental challenge.
entire open reading frame (ORF) of pirA, and part of the 5=-end of the pirB ORF is deleted in R13. Since the binary toxins are the virulence factor in AHPND-causing V. parahaemolyticus, deletion of the toxin gene(s) contributed to avirulence in the R13 strain. In summary, V. parahaemolyticus R13 is a unique mutant strain that will be very useful in comparative genomic study for determining the minimal toxin gene sequence needed to cause clinical signs of AHPND in shrimp.
Accession number(s). The complete genome sequence of strain R13 has been deposited in NCBI/GenBank under the accession numbers CP028342, CP028343, CP028344, CP028345, and CP028346.
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